4 

SPECIFICATION AMENDMENTS 

On a separate page, please insert the following Sequence Listing into the 
Specification of this application: 

SEQUENCE LISTING 

<1 10> UNIVERSITY OF WALES COLLEGE OF MEDICINE 
COOPER, David N 
LEWIS, Mark 
ULIED, Angeles 
PROCTER, Anne M 
GREGORY, John 
MILLAR, David S 

<120> Growth Hormone Variation in Humans and its uses 

<130> WCM93BPCT 

<140> PCT/GB2003/004775 
<141> 2003-11-04 

<150> GB 0226441.4 
<151> 2002-11-12 

<150> PCT/GB2002/005112 
<151> 2002-11-12 

<150> GB 0308242.7 
<151> 2003-04-10 

2 



<160> 2 

<170> Patentln version 3.1 

<210> 1 
<211> 3700 
<212> DNA 
<213> human 

<400> 1 

ctgtttcttg gtttgtgtct ctgctgcaag tccaaggagc tggggcaata ccttgagtct 60 

gggttcttcg tccccaggga cctgggggag ccccagcaat gctcagggaa aggggagagc 1 20 

aaagtgtggg gttggttctc tctagtggtc agtgttggaa ctgcatccag ctgactcagg 1 80 

ctgacccagg agtcctcagc agaagtggaa ttcaggactg aatcgtgctc acaaccccca 240 

caatctattg gctgtgcttg gccccttttc ccaacacaca cattctgtct ggtgggtgga 300 

ggttaaacat gcggggagga ggaaagggat aggatagaga atgggatgtg gtcggtaggg 360 

ggtctcaagg actggctatc ctgacatcct tctccgcgtt caggttggcc accatggcct 420 

gcggccagag ggcacccacg tgacccttaa agagaggaca agttgggtgg tatctctggc 480 

tgacactctg tgcacaaccc tcacaacact ggtgacggtg ggaagggaaa gatgacaagc 540 
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cagggggcat gatcccagca tgtgtgggag gagcttctaa attatccatt agcacaagcc 600 

cgtcagtggc cccatgcata aatgtacaca gaaacaggtg ggggcaacag tgggagagaa 660 

ggggccaggg tataaaaagg gcccacaaga gaccagctca aggatcccaa ggcccaactc 720 

cccgaaccac tcagggtcct gtggacagct cacctagcgg caatggctac aggtaagcgc 780 

ccctaaaatc cctttgggca caatgtgtcc tgaggggaga ggcagcgacc tgtagatggg 840 

acgggggcac taaccctcag gtttggggct tctgaatgtg agtatcgcca tgtaagccca 900 

gtatttggcc aatctcagaa agctcctggt ccctggaggg atggagagag aaaaacaaac 960 

agctcctgga gcagggagag tgctggcctc ttgctctccg gctccctctg ttgccctctg 1020 

gtttctcccc aggctcccgg acgtccctgc tcctggcttt tggcctgctc tgcctgccct 1080 

ggcttcaaga gggcagtgcc ttcccaacca ttcccttatc caggcttttt gacaacgcta 1 1 40 

tgctccgcgc ccatcgtctg caccagctgg cctttgacac ctaccaggag tttgtaagct 1200 

cttggggaat gggtgcgcat caggggtggc aggaaggggt gactttcccc cgctgggaaa 1 260 

taagaggagg agactaagga gctcagggtt tttcccgaag cgaaaatgca ggcagatgag 1320 

cacacgctga gtgaggttcc cagaaaagta acaatgggag ctggtctcca gcgtagacct 1 380 
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tggtgggcgg tccttctcct aggaagaagc ctatatccca aaggaacaga agtattcatt 1440 

cctgcagaac ccccagacct ccctctgttt ctcagagtct attccgacac cctccaacag 1 500 

ggaggaaaca caacagaaat ccgtgagtgg atgccttctc cccaggcggg gatgggggag 1 560 

acctgtagtc agagcccccg ggcagcacag ccaatgcccg tccttcccct gcagaaccta 1620 

gagctgctcc gcatctccct gctgctcatc cagtcgtggc tggagcccgt gcagttcctc 1680 

aggagtgtct tcgccaacag cctggtgtac ggcgcctctg acagcaacgt ctatgacctc 1740 

ctaaaggacc tagaggaagg catccaaacg ctgatggggg tgagggtggc gccaggggtc 1 800 

cccaatcctg gagccccact gactttgaga gctgtgttag agaaacactg ctgccctctt 1 860 

tttagcagtc aggccctgac ccaagagaac tcaccttatt cttcatttcc cctcgtgaat 1920 

cctccaggcc tttctctaca ccctgaaggg gagggaggaa aatgaatgaa tgagaaaggg 1 980 

agggaacagt acccaagcgc ttggcctctc cttctcttcc ttcactttgc agaggctgga 2040 

agatggcagc ccccggactg ggcagatctt caagcagacc tacagcaagt tcgacacaaa 2 100 

ctcacacaac gatgacgcac tactcaagaa ctacgggctg ctctactgct tcaggaagga 2 1 60 

catggacaag gtcgagacat tcctgcgcat cgtgcagtgc cgctctgtgg agggcagctg 2220 
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tggcttctag ctgcccgggt ggcatccctg tgacccctcc ccagtgcctc tcctggccct 2280 

ggaagttgcc actccagtgc ccaccagcct tgtcctaata aaattaagtt gcatcatttt 2340 

gtctgactag gtgtccttct ataatattat ggggtggagg ggggtggtat ggagcaaggg 2400 

gcaagttggg aagacaacct gtagggcctg cggggtctat tcgggaacca agctggagtg 2460 

cagtggcaca atcttggctc actgcaatct ccgcctcctg ggttcaagcg attctcctgc 2520 

ctcagcctcc cgagttgttg ggattccagg catgcatgac caggctcagc taatttttgt 2580 

ttttttggta gagacggggt ttcaccatat tggccaggct ggtctccaac tcctaatctc 2640 

aggtgatcta cccaccttgg cctcccaaat tgctgggatt acaggcgtga accactgctc 2700 

ccttccctgt ccttctgatt ttaaaataac tataccagca ggaggacgtc cagacacagc 2760 

ataggctacc tgccatgccc aaccggtggg acatttgagt tgcttgcttg gcactgtcct 2820 

ctcatgcgtt gggtccactc agtagatgcc tgttgaattc ctgggcctag ggctgtgcca 2880 

gctgcctcgt cccgtcacct tctggcttct tctctccctc catatcttag ctgttttcct 2940 

catgagaatg ttccaaattc gaaatttcta tttaaccatt atatatttac ttgtttgcta 3000 

ttatctctgc ccccagtaga ttgttagctc cagaagagaa aggatcatgt cttttgctta 3060 
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tctagatatg cccatctgcc tggtacaatc tctggcacat gttacaggca acaactactt 3 120 
gtggaattgg tgaatgcatg aatagaagaa tgagtgaatg aatgaataga caaaaggcag 3 1 80 
aaatccagcc tcaaagaact tacagtctgg taagaggaat aaaatgtctg caaatagcca 3240 
caggacaggt caaaggaagg aggggctatt tccagctgag ggcaccccat caggaaagca 3300 
ccccagactt cctacaacta ctagacacat ctcgatgctt ttcacttctc tatcaatgga 3360 
tcgtctccct ggagaataat ccccaaagtg aaattactta gcacgtccag ttaggtagat 3420 
ccttgtgtac ttcttggttg ttcagagatc atcaaccagt gcaaacaatc cccccatcaa 3480 
tacacagcag tgcctgcccc tctccccccg aggtcttccg aggcccttcc tccgtgcctg 3540 
aaccccctgg acatatcata tggcaaactg aagtgtccaa cgagatatag gaagtgaaac 3600 
acgatgtaca ctgaaacgtg caatacaaat atgcagcatg aagtgcctcg gttcactaac 3660 
ccgagctacg ctgggtgctt cttttctacc actttcctta 3700 

<210> 2 
<211> 191 
<212> PRT 
<213> human 
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<400> 2 



Phe Pro Thr He Pro Leu Ser Arg Leu Phe Asp Asn Ala Met Leu Arg 
15 10 15 



Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr Gin Glu Phe Glu 
20 25 30 



Glu Ala Tyr lie Pro Lys Glu Gin Lys Tyr Ser Phe Leu Gin Asn Pro 
35 40 45 



Gin Thr Ser Leu Cys Phe Ser Glu Ser lie Pro Thr Pro Ser Asn Arg 
50 55 60 



Glu Glu Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu Arg He Ser Leu 
65 70 75 80 



Leu Leu He Gin Ser Trp Leu Glu Pro Val Gin Phe Leu Arg Ser Val 
85 90 95 



Phe Ala Asn Ser Leu Val Tyr Gly Ala Ser Asp Ser Asn Val Tyr Asp 
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100 105 110 



Leu Leu Lys Asp Leu Glu Glu Gly He Gin Thr Leu Met Gly Arg Leu 
115 120 125 



Glu Asp Gly Ser Pro Arg Thr Gly Gin He Phe Lys Gin Thr Tyr Ser 
130 135 140 



Lys Phe Asp Thr Asn Ser His Asn Asp Asp Ala Leu Leu Lys Asn Tyr 
145 150 155 160 



Gly Leu Leu Tyr Cys Phe Arg Lys Asp Met Asp Lys Val Glu Thr Phe 
165 170 175 



Leu Arg He Val Gin Cys Arg Ser Val Glu Gly Ser Cys Gly Phe 
180 185 190 
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